You need to review the taxonomy of the Hairy-tailed bats, genus Lasiurus, as a foundation for ecological fieldwork observations in California. You’re also interested in any information about the changes in the bats' ranges in the last 80 years. By examining DNA from museum specimens and the ones you catch in the field, you hope to be able to say something about the robustness of the hairy-tailed bat population's genetic diversity.

Please complete the following steps:

1. Get a count of available specimens for Lasiurus. To be sure to capture all specimens, include all appropriate synonymies for Lasiurus in your search.

	Click “Taxon” if it isn’t already visible.
	

	Type “Lasiurus” into search box.
	

	Click “Search”
	

	Leave “Include Synonymies” box checked.
	

	Notice Total Records in found set. Review. 
	


2. Narrow your results to specimens collected in California since 1920. 

	Click “Location”.
	

	Click map. New window opens
	

	Draw rectangle covering western part of Northern Mexico, US, and Canada.
	

	Click “Search” Window closes.
	

	Click “Date”
	

	Type “1950” in “from” box or move slider. 
	

	Click “Search”
	


3. Identify specimens which will potentially provide good material for DNA studies. 

	Click “Curation”
	

	Click to check the boxes next to “Skin”, “alcohol” and “Tissues”
	

	Click “Search”
	


4. In order to download the results, specify that the results include only the following information:

· Institution

· Institution contact

· Catalog number

· Field notes

· Preparation

· Collection locality

· Collection date
5. Download the results. You will use these to contact the collections’ curators about specimen loans or a visit.
	Click “View Results”
	

	Click “Add/Delete Fields”
	

	Click to select appropriate fields
	

	Click “Export…”
	

	Click “Divide into files by…” 
	

	Select “Museum” field from drop-down menu
	

	Click “Download Files”
	


